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Abstract: [awa quality control in high-throughput sequencing technology is an important problem in the scquen-

cing process. The good samplce library is the prerequisite for high-quality sequencing results, In particular, the
process of sample fragments has still been under the spatlight, This paper preliminarily compares non-contact
aulomatic ultrasonic disrupter Bioruptor with high performance Ultra-Sonicator Covaris 8220 in utilization
skills and their pros and cons involved in the fragmentation wechniqyue of genomic DNA samples.
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